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HUMCFTRA01 1577 bp DNA linear PRI 10-JAN-2 001 

Human cystic fibrosis transmembrane conductance regulator (CFTR) 
gene, exon 1. 
M55106 M55499 
M55106.1 GI:306511 

cystic fibrosis transmembrane conductance regulator. 
1 Of 26 

Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Euarchontoglires ; Primates; Haplorrhini; 
Catarrhini; Hominidae; Homo. 

1 (bases 1 to 1577) 

Zielenski , J . , Rozmahel,R., Bozon,D., Kerem,B., Grzelczak, Z . , 
Riordan , J . R . , Rommens , J . and Tsui , L . C . 

Genomic DNA sequence of the cystic fibrosis transmembrane 
conductance regulator (CFTR) gene 
Genomics 10 (1), 214-228 (1991) 
1710598 

2 (sites) 

Zielenski, J. , Bozon,D., Kerem,B., Markiewicz , D . , Durie,P., 
Rommens, J. M. and Tsui,L.C. 

Identification of mutations in exons 1 through 8 of the cystic 
fibrosis transmembrane conductance regulator (CFTR) gene 
Genomics 10 (1) , 229-235 (1991) 
1710599 

Location/Qualifiers 
1..1577 

/organism= M Homo sapiens" 
/mol__type= "genomic DNA" 
/ db_xr e f = *■ t axon : 9606 " 
/map="7q31-q32" 
825 

/gene="CFTR" 

/note= "G00 -12 0-584; 12 9" 
/citation= [2]. 
/replace= M c". 

join(829. . 1577, M55107. 1:1 
M55109.1:l. . 674 , M55110 . 1 : 1 . 
M55112.1:l. .752,M55113.1:1. 
M55115.1:l. .831,M55116.1:1. 
M55118.1:l. .12 13, M55 119.1:1 
M55121.1:!. .72 7,M55122 .1:1. 



630,M55108.1:1. .454, 
.600,M55111.1:1. .2078, 
.725,M55114.1:1. .1056, 
.614,M55117.1:1. .676, 
.734,M55120.1:1. .621, 
701,M55123.1:1. .637, 
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M55124.1:l. . 858 , M55125 . 1 : 1 . . 739 , M55126 . 1 : 1 . . 629 , 
M55127.1zl. .605,M55128.1:1. . 716 , M55129 . 1 : 1 . .910, 
M55130.1:1...983,M55131.1:1. .2106) 
/gene="CFTR" 

mRNA join(<82 9. . 881 , M55107 . 1 : 251 . . 361, M55108 . 1 : 185 . .293, 

M55109. 1:253. . 468 , M55110 . 1 : 243 . . 332 , M55111 . 1 : 286 . .449, 
M55111. 1:1582. . 1707 , M55 112 . 1 : 240 . . 4 86 , M55113 . 1 : 336 . .428, 
M55114 .1:461. . 643 , M55115 . 1 : 308 : . 499 , M55116 . 1 : 295 . .389, 
M55117. 1:284. . 3 70 , M55118 . 1 : 177 . . 900 , M55 119 . 1: 34 9 . .477, 
M55120. 1:220. . 257 , M5512 1 . 1 : 363 . . 613 , M55122 . 1 : 326 . .405, 
M55123. 1:213. . 3 63 , M55124 . 1 : 156 . . 383 , M55125 . 1 : 335 . .435, 
M5512 6. 1:186. . 434 , M55 12 7 . 1 : 267 . . 422 , M55 12 8 . 1 : 2 94 . .383, 
M55129. 1:536. .708, M55130. 1:289. .394, 
M55131. 1:190. .>2106) . . 
/gene="CFTR" 
/note="G00-120-584«» 

CDS join(829. . 881 , M55107 .,1 : 251 . . 361 , M55108 . 1 : 185 . .293, 

M55109 .1:253.-468, M55110 . 1 : 243 . . 332 , M55111 . 1 : 286 . . 449 , 
M55111. 1:1582 . . 1707 , M55 112 . 1 : 240 . . 486 , M55113 . 1 : 336 . .428, 
M55114. 1:461. .643, M55115. 1:308. . 499 , M55116 . 1 : 2 95 . .389, 
M55117. 1:284. . 3 70 , M55118 . 1 : 177 . . 90 0 , M55119 . 1 : 34 9 . .477, 
M5512 0.1:22 0. . 257 , M5512 1 . 1 : 363 . . 613 , M55122 . 1 : 326 . .405, 
M55123. 1:213. . 363 , M55124 . 1 : 156 . . 383 , M55125 . 1 : 335 . .435, 
M5512 6. 1:1.86. . 434 , M55127 . 1 : 267 . . 422 , M55128 . 1 : 294 . .383, 
M5512 9.1:536. . 708 , M55130 . 1 : 289 . . 394 , M55131 . 1 : 190 . .3 90) 
/gene="CFTR" 
/codon_start=l 

/product=" cystic fibrosis transmembrane conductance 
regulator" 

/protein id=" AAC13657 . 1 " 

/db_xref = "GI : 3 0653 8 " 

/db xref="GDB: GOO -12 0-584 " 

/ trans lation="MQRSPLEKASWSKLFFSWTRPILRKGYRQRLELSDIYQIPSVD 
SADNLSEKLEREWDRELASKKNPKLINALRRCFFWRFMFYGIFLYLGEVTKAVQPLLL 
GRIIASYDPDNKEERSIAIYLGIGLCLLFIVRTLLLHPAIFGLHHIGMQMRIAMFSLI 
YKKTLKLSSRVLDKISIGQLVSLLSNNLNKFDEGLALAHFVWIAPLQVALLMGLIWEL 
LQAS AFCGLGFL I VL ALFQAGLGRMMMKYRDQRAGKI S ERL VI TS EM I EN I QS VKAYC 
WEEAMEKMIENLRQTELKLTRKAAYVRYFNSSAFFFSGFFWFLSVLPYALIKGIILR 
KIFTTISFCIVLRMAVTRQFPWAVQTWYDSLGAINKIQDFLQKQEYKTLEYNLTTTEV 
VMENVTAFWEEGFGELFEKAKQNNNNRKTSNGDDSLFFSNFSLLGTPVLKDINFKIER 
GQLLAVAGSTGAGKTSLLMMIMGELEPSEGKIKHSGRISFCSQFSWIMPGTIKENIIF 
GVS YDE YRYRS VI KACQLEED I S KFAEKDNI VLGEGGITLSGGQRAR I SLARAVYKDA 
DLYLLDSPFGYLDVLTEKEIFESCVCKLMANKTRILVTSKMEHLKKADKILILHEGSS 
YF YGTFS ELQNLQPD FS S KLMGCDS FDQFS AERRNS I LTETLHRFS LEGDAPVS WTET 
KKQSFKQTGEFGEKRKNSILNPINSIRKFSIVQKTPLQMNGIEEDSDEPLERRLSLVP 
DSEQGEAILPRISVISTGPTLQARRRQSVLNLMTHSVNQGQNIHRKTTASTRKVSLAP 
QANLTELDIYSRRLSQETGLEISEEINEEDLKECFFDDMESIPAVTTWNTYLRYITVH 
KSLIFVLIWCLVIFLAEVAASLWLWLLGNTPLQDKGNSTHSRNNSYAVIITSTSSYY 
VFYIYVGVADTLLAMGFFRGLPLVHTLITVSKILHHKMLHSVLQAPMSTLNTLKAGGI 
LNRFSKDIAILDDLLPLTIFDFIQLLLIVIGAIAWAVLQPYIFVATVPVIVAFIMLR 
AYFLQTSQQLKQLESEGRSPIFTHLVTSLKGLWTLRAFGRQPYFETLFHKALNLHTAN 
WFLYLSTLRWFQMRIEMIFVIFFIAVTFISILTTGEGEGRVGIILTLAMNIMSTLQWA 
WSSIDVDSLMRSVSRVFKFIDMPTEGKPTKSTKPYKNGQLSKVMIIENSHVKKDDIW 
PSGGQMTVKDLTAKYTEGGNAI LENI S FS I S PGQRVGLLGRTGSGKSTLLS AFLRLLN 
TEGEIQIDGVSWDSITLQQWRKAFGVIPQKVFIFSGTFRKNLDPYEQWSDQEIWKVAD 
EVGLRSVIEQFPGKLDFVLVDGGCVLSHGHKQLMCLARSVLSKAKILLLDEPSAHLDP 
VTYQIIRRTLKQAFADCTVILCEHRIEAMLECQQFLVIEENKVRQYDSIQKLLNERSL 
FRQAISPSDRVKLFPHRNSSKCKSKPQIAALKEETEEEVQDTRL" 
exon <829. . 881 

/gene="CFTR" 
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/note= "GOO -12 0-584" 
/number=l 

ORIGIN 

1 ccacccttgg agttcactca cctaaacctc aaactaataa agcttggttc ttttctccga 
61 cacgcaaagg aagcgctaag gtaaatgcat cagacccaca ctgccgcgga acttttcggc 
121 tctctaaggc tgtattttga tatacgaaag gcacattttc cttccctttt caaaatgcac 
181 cttgcaaacg taacagggac ccgactagga tcatcgggaa aaggaggagg aggaggaagg 
241 caggctccgg ggaagctggt ggcagcgggt cctgggtctg gcggaccctg acgcgaagga 
301 gggtctagga agctctccgg ggagccgttc tcccgccggt ggcttcttct gtcctccagc 
361 gttgccaact ggacctaaag agaggccgcg actgtcgccc acctgcggga tgggcctggt 
421 gctgggcggt aaggacacgg acctggaagg agcgcgcgcg agggagggag gctgggagtc 
4 81 agaatcggga aagggaggtg cggggcggcg agggagcgaa ggaggagagg aggaaggagc 
541 gggaggggtg ctggcggggg tgcgtagtgg gtggagaaag ccgctagagc aaatttgggg 
601 ccggaccagg cagcactcgg cttttaacct gggcagtgaa ggcgggggaa agagcaaaag 
661 gaaggggtgg tgtgcggagt aggggtgggt ggggggaatt ggaagccaaa tgacatcaca 
721 gcaggtcaga gaaaaagggt tgagcggcag gcacccagag tagtaggtct ttggcattag 
781 gagcttgagc ccagacggcc ctagcaggga ccccagcgcc cagagaccat gcagaggtcg 
841 cctctggaaa aggccagcgt tgtctccaaa ctttttttca ggtgagaagg tggccaaccg 
901 agcttcggaa agacacgtgc ccacgaaaga ggagggcgtg tgtatgggtt gggtttgggg 
961 taaaggaata agcagttttt aaaaagatgc gctatcattc attgttttga aagaaaatgt 
1021 gggtattgta gaataaaaca gaaagcatta agaagagatg gaagaatgaa ctgaagctga 
1081 ttgaatagag agccacatct acttgcaact gaaaagttag aatctcaaga ctcaagtacg 
1141 ctactatgca cttgttttat ttcatttttc taagaaacta aaaatacttg ttaataagta 
1201 cctagtatgg tttattggtt ttcccccttc atgccttgga cacttgattg tcttcttggc 
1261 acatacaggt gccatgcctg catatagtaa gtgctcagaa aacatttctt gactgaattc 
1321 agccaacaaa aattttgggg taggtagaaa atatatgctt aaagtattta ttgttatgag 
1381 actggatata tctagtattt gtcacaggta aatgattctt caaaaattga aagcaaattt 
1441 gttgaaatat ttattttgaa aaaagttact tcacaagcta taaattttaa aagccatagg 
1501 aatagatacc gaagttatat ccaactgaca tttaataaat tgtattcata gcctaatgtg 
1561 atgagccaca gaagctt 
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FILE 'MEDLINE, CAPLUS, BIOSIS, EMBASE , SCISEARCH' ENTERED AT 11:37:14 ON 
03 NOV 2006 

E SHIOZAWA S?/AU 
E SHIOZAWA SHU?/AU 
LI 95 SEA ABB=ON PLU=ON "SHIOZAWA SHUNICHI"/AU AND ARTHRITIS 

L2 77 DUP REM LI (18 DUPLICATES REMOVED) 

ANSWERS '1-14' FROM FILE MEDLINE 
ANSWERS '15-57' FROM FILE CAPLUS 
ANSWERS '58-77' FROM FILE BIOSIS 
L3 7 SEA ABB=ON PLU=ON L2 AND (AGP1 OR AGPT OR "ANG1 " OR "ANG- 1 " 

OR ANGIOPOIETIN OR "KIAA0003") 
D BIB ABS L3 1-7 
E KOMAI KOI?/AU 

L4 10 SEA ABB=ON PLU=ON ("KOMAI KOICHIRO"/AU OR "KOMAI KOICHIROU"/A 

U) AND (AGP1 OR AGPT OR "ANG1 " OR "ANG- 1 11 OR ANGIOPOIETIN OR 
"KIAA0003") 

L5 10 DUP REM L4 (0 DUPLICATES REMOVED) 

ANSWER '1* FROM FILE MEDLINE 
ANSWERS '2-8' FROM FILE CAPLUS 
ANSWERS '9-10' FROM FILE BIOSIS 
L6 3 SEA ABB=ON PLU=ON L5 NOT L3 

D BIB ABS L6 1-3 
E NAKATSUKASA MI K?/AU 
L7 5 SEA ABB=ON PLU=ON "NAKATSUKASA MIKIKO"/AU AND (AGP1 OR AGPT 

OR "ANG1" OR "ANG- 1 " OR ANGIOPOIETIN OR "KIAA0003") 
L8 1 SEA ABB=ON PLU=ON L7 NOT L3 

L9 N 0 SEA ABB=ON PLU=ON L8 NOT L6 

L10 240 SEA ABB=ON PLU=ON (AGP1 OR AGPT OR "ANG1" OR "ANG- 1 " OR 

ANGIOPOIETIN OR "KIAA0003") AND ARTHRITIS 
Lll 153 SEA ABB -ON ' PLU=ON (AGP1 OR AGPT OR "ANG1 " OR "ANG-1" OR 

ANGIOPOIETIN OR "KIAA0003") (P) ARTHRITIS 
L12 15 SEA ABB=ON PLU=ON Lll AND (MUTATION OR ALLELE OR SNP OR 

POLYMORPHISM OR INSERTION OR DELETION) 

D BIB ABS L12 1-15 

L13 263 SEA ABB=ON PLU=ON (AGP1 OR AGPT OR "ANG1 " OR "ANG-1" OR 

ANGIOPOIETIN OR "KIAA0003" OR ANG) (P) ARTHRITIS 
L14 389 SEA ABB=ON PLU=ON (AGP1 OR AGPT OR "ANG1" OR "ANG-1" OR 

ANGIOPOIETIN OR "KIAA0003" OR ANG) AND ARTHRITIS 
L15 4 5 SEA ABB=ON PLU=ON L14 AND (MUTATION OR ALLELE OR SNP OR 

POLYMORPHISM OR INSERTION OR DELETION) 
L16 3 0 SEA ABB=ON PLU=ON L15 NOT L12 

D BIB ABS L16 1-30 
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